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Bocnanurenbusle 3a00eBaHUs MapoOAOHTA
(B3II) oTHOCAT K YMCIly MAacCOBBIX CTOMATOJIOrHYe-
CKHUX 3a00JICBaHUH, STHOIOTHS KOTOPBIX HA JTAHHBIN
MOMEHT el1le He /10 KOoHLIa u3yueHa. OHON U3 ITIaBHBIX
npuunH Bo3HukHOBeHus B3I sBnsieTcst nucOananc
HOPMaJIbHOM MUKPO(IIOPHI TOJIOCTH PTa, BEI3BAHHBIN
YBEJIIMYEHUEM J0JIM MAPOJOHTONATOI€HHBIX MUKPO-
opranu3MoB [1]. Mcxox u TeueHne nHOEKIIMOHHOTO
Ipoliecca B HapoA0HTE MOXKET OBITh IPEIONPEACTICH
HE TOJIbKO BHPYJIEHTHOCTBIO MUKPOOOB, HO M reHe-
THYECKUM TTOITMMOP(H3MOM OpraHU3Ma JesioBeKa. 3a
MocJe/iHee eCATUIIeTHE HAKOIUIEH 3HAUYUTENbHbII
00BEM TaHHBIX, CBUICTEIHCTBYIONINX 00 aKTHBHOM
y4acTHH 0- U B-IeeH3UHOB B MpoIeccax CaHO- U
raToreHesa IMUpoKoro Kpyra 3abonesanuii [2, 3].

Lienb paGoTbl

N3zyuyenne nomumopdusma rena DEFB4A, ko-
qupyrotnero B-nedensun-2 y momae 6onbHbIx B3I1.

3apaumn

1. I3y4uTh MUKpOOHBII cOocTaB 3yOHOT0 HajteTa
U JecHeBOM )uakoctu y 6onbHbIX B3Il 1 y snui co
3I0pPOBBIM MapOAOHTOM.

2. CKOHCTpYHPOBaTh 2 TIapkl paitMepos, (iaH-
kupyromux pernonsl reHa DEFB4A.

3. Ammmudunuposats u Beiienuts JJHK aByx
¢parmenToB rena DEFB4A.

4. Onpenenutb HyKJICOTHIHYIO U aMUHOKHUC-
JIOTHYIO ITOCJIE0BATEIBHOCTH.

5. IIpoBecTn aHanu3 HyKJIECOTUIHOW MOCIEN0-
BarenbHOCTH (pparmentoB JIHK metomom MHOKe-
CTBEHHOTO BHIPABHHBAHUSI.

© Bepxoscknti P. A., lnnHckaa E. B., 2017

PaGora BeimonHeHa Ha 0a3e mabopaTopuu
MOJICKYJIIPHON OMOJIOTHH | Kadeapbl MUKPOOHO-
JOTUU U (PU3NOJIOTHH PACTEHHH OMOJIOTHYECKOTO
(axynpreTa CapaToBCKOTO HAIMOHAJIBHOTO HC-
CIIeI0BaTENbCKOT0 TOCYIapCTBEHHOTO YHHBED-
curera umenu H. I'. YepusimeBckoro, saboparo-
puu Kaeapsl CTOMATOJIOTHH OOMICH MPaKTHKA
U TMOJTOTOBKH 3yOHBIX TEXHUKOB, (akKyJIbTeTa
MO CIEeIUIUIOMHOTO 00pa3oBaHus MOCKOBCKOTO
TrOCYIapCTBEHHOT'O MEIUKO-CTOMATOJIOTHYECKOTO
yHuBepcuteta uMenu A. M. EBnokumosa. Cunres
npaiiMepoB U CEKBEHUPOBaHUE aMIITU(ULIUPOBAH-
HBIX ()parMeHTOB OCYIIECTBISLUIHCH Ha 6aze OAO
«CHUHTOJI» r. Mockaa.

OmnpenencHue BUIOBOTO COCTaBa MapoOH-
TONMATOTeHHOW MUKPOQGIOPH MPOU3BOIUIOCH
mertonoM I[P ¢ ucnonb3oBanuem Habopa peareH-
TOB «MynpTuaeHT-5» npoussoactsa OO0 HIID
«l'ennady.

KonctpynpoBanne hranKupyomux mpaime-
POB OCYIIECTBISAIOCH HA OCHOBE JIAaHHBIX, B3SATHIX
u3 6a3s1 NCBI, ¢ ncronb30BaHneM KOMIIBIOTEPHOM
nporpammbl GeneRunner.

Herexuus pesynpratoB I[P npoBoaunace
MeTonoM dekTpodopesa B 1% arapo3Hom rene,
npuroroBiieHHOM Ha 10-kpatHoM Oypepe TAE. s
npocMoTpa U GoTorpapupoBaHus Teieil HCIob-
30Bajid yJIbTPaQUOICTOBBIA TPAHCUITIOMUHATOPD
VYBT-1 (Biokom). B uccnenyemsix o0pa3suax npu
nonoxurtenbHoM pesynsrare [P onpenensnoch
OT OZHOM 10 MATH CBETALIMXCS MOJI0C (PUCYHOK).

OuncTka aMmIuGUUIUPOBAHHBIX (ParMEeHTOB
MIPOM3BOIMIIACH HA KOJIOHKAaX C HCIIOJIb30BaHUEM
Habopa pearenToB «QIAquick PCR PurificationKit».

AHallM3 MOJyYEHHBIX MOCIe10BaTeIbHOCTEN
JHK ocymecTBisicss METOL0M MHOXECTBEHHOTO
BBIPABHUBAHUS C MCIOJIB30BAHUEM IMPOrPAMMBI
MEGA 7.

OOBEKTOM HUCCIICTOBAaHUS SBIIIHCH 00pa3Ibl
JHK napoaoHTONaTOreHHbIX MUKPOOPTaHU3MOB,
BBIJICJICHHBIX U3 COJIEPIKUMOTO JECHEBOI OOPO3/BbI,
u oOpasmpl TotaneHol JIHK, monydennsie U3 kpo-
BH OOJIBHBIX BOCHAJIHTEIBHBIMU 3200JICBAaHISIMU
napogoHTa. 3a0op OMOJIOrHYECcKOro mMarepuala
n nocneaywimee Boiaenenue JHK ocymect-
BIISUIUCh COTPYAHUKAMU JIabopatopuu Kadeapsl
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Onexrpodoperpamma mpoaykros I1LIP, ammnudunupoBaHHBIX B peakuuu ¢ obpa3namMu IecHEeBOH xuakocTu: P.g. —
P, gingivalis (197 u. u.), P.i. — P. intermedia (1000 m.u.), T.d. — T. denticola (512 n.u.), T.f. — T. forsythia (747 n.u.), A.a. —
A. actinomycetemcomitans (360 1.H.)

CTOMATOJIOTHHU OOIIeH MPaKTHKH U MOATOTOBKH
3yOHBIX TEXHHUKOB (paKyIbTeTa MOCICTUIIOMHOTO
o0pa3zoBaHusi MOCKOBCKOTO TOCYIapCTBEHHOTO Me-
JUKO-CTOMATOJIOTUYECKOTO0 YHUBEPCUTETAa UMEHHU
A. . EBnoxumoBa.

B xone nccnenosanus y 110 yenosek, Bomie-
X B HUCCIENyEeMYIO TPYIITy, Oblja OlpeiesieHa
napojoHTonaroreunas Mmukpodiopa. P.gingivalis
BHE KOMILIEKca BcTpedanach B 24,5% ciyudaes.
Kommutekc P.gingivalis v IpyTuX MapoOHTONATO-
TEeHHBIX MUKPOOPIraHU3MOB U3 YHCIIA HCCIELYEMBIX
BcTpeyascs B 62,7% ciyyaeB. Kommekcsl, B co-
CTaB KOTOPBIX HE BXoawna P.gingivalis, ObUIH BBI-
siBiieHbl y 7,3% uenoek. [lapogoHTOnaToreHHbIe
MHKPOOPTaHU3Mbl He ObUIM OOHapy>KeHbl Y 5,5%
YeJIOBeK.

[TocnenoBarensHoCTH yuacTKoB rena DEFB4A
OBLTH oTpeneNceHBl y 28 denmoBek. B pesynbraTte
aHaJKM3a MOJYYCHHBIX JaHHBIX HAMU OBLIO BBISIBIIC-
HO 27 TOYEYHBIX HYKJICOTH/IHBIX 3aMeH. B mpenenax
5’-UTR 0bu10 BeIsIBICHO 1Be SNP, yacto BcTpeya-
€MBIX y NPEJICTaBUTENIEN CO CpEHEN U TSKEION
(hopmamu TeueHus 3adoseBaHus. [lepBast MmyTanus
Bcrpedanack B 30,4, Bropas — 60% citydaes.

B xoze nccnenoBanus 0110 BEISBIEHO 1Be SNP,
B npezenax 5’-UTR, Haubosee 4acTto BCTpeyaeMbIX
y IpeAcTaBUTENEH O cpefHell U Tskenoil popma-
MU TeueHus 3a0oneBanus. Takum 00pazom, MOKHO
MPEAIOJIOKUTh, YTO AaHHble SNP BbIcTyIaoT B
KayecTBE MapKepoB MPeIpacioiIOKEHHOCTH K BO3-
HukHOBeHuto B3I1.
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Inflammatory periodontal disease is considered
amass dental disease, the etiology of which is not yet
fully understood. One of the main reasons occurrence
of inflammatory periodontal disease is an imbalance
in the normal microflora of the oral cavity, caused by
an increase in the proportion of parodontopathogenic
microorganisms [1]. The outcome of the infectious
process in the periodontium can be predetermined
not only by the virulence of microbes, but also by
the genetic polymorphism of the human body. Over
the past decade, a significant amount of data has been
accumulated, indicating the active participation of o-
and B-defensins in the processes of the pathogenesis
of a wide range of diseases [2, 3].
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Aim

Study the polymorphism of the DEFB4A gene,
which codes for f-defensin-2 in people suffering
from periodontal inflammatory diseases.

The work was carried out on the basis of the
Laboratory of Molecular Biology of the SSU named
after N. G. Chernyshevsky, the laboratory of the
Department of General Practitioner Dentistry and
Training of Dental Technicians of Moscow State
University of International Relations named after
A. 1. Evdokimov (Moscow). Synthesis of primers
and sequencing of amplified fragments was carried
out on the basis of OJSC « CUHTOJI» (Moscow).

Determination of the species composition of
the parodontopathogenic microflora was carried
out using the PCR method using the Multident-5
reagent kit (LLC NPF Genlab).

The flanking primers were designed on the ba-
sis of data from the NCBI database using computer
program the GeneRunner.

Detection of the PCR results was carried out
by electrophoresis in a 1% agarose gel prepared on
a 10-fold TAE buffer.

Purification of the amplified fragments was
performed on the columns using the QIA quick
PCR Purification Kit.

Analysis of the obtained DNA sequences was
carried out by the method of multiple alignment
using the program MEGA 7.

The subjects of the study were DNA of parodon-
topathogenic microorganisms and total human DNA.

In the course of study, the parodontopatho-
genic microflora was determined in 110 patients
included in the study group. P. gingivalis outside
the complex was found in 24.5% of cases. The com-
plex of P. gingivalis and other parodontopathogenic
microorganisms was found in 62.7% of cases. Com-
plexes, which did not include P. gingivalis, were
found in 7.3% of people. Parodontopathogenic
microorganisms were not found in 5.5% of people.

Sequences of DEFB4A gene sites were deter-
mined in 28 patients. As a result of the analysis of
the obtained data, we detected 27 point nucleotide
substitutions. Within the 5’-UTR, were detected
two SNPs, often found in people suffering from
periodontal inflammatory diseases. The first muta-
tion is found in 30.4%, the second - in 60% of cases.

In the course of the study, within the 5’-UTR
were detected two SNPs, the most common in rep-
resentatives with moderate to severe forms of the
disease. The data obtained suggest that SNP data
can act as markers of predisposition to periodontal
inflammatory diseases.
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